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<160> 18 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 1415 

<212> DNA 

<213> Homo sapiens 



<220> 



<400> 1 

tggcctcccc agcttgccag gcacaaggct gagcgggagg aagcgagagg catctaagca 60 
ggcagtgttt tgccttcacc ccaagtgacc atgagaggtg ccacgcgagt ctcaatcatg 120 
ctcctcctag taactgtgtc tgactgtgct gtgatcacag gggcctgtga gcgggatgtc 180 
cagtgtgggg caggcacctg ctgtgccatc agcctgtggc ttcgagggct gcggatgtgc 240 
accccgctgg ggcgggaagg cgaggagtgc caccccggca gccacaaggt ccccttcttc 300 
aggaaacgca agcaccacac ctgtccttgc ttgcccaacc tgctgtgctc caggttcccg 360 
gacggcaggt accgctgctc catggacttg aagaacatca atttttaggc gcttgcctgg 420 
tctcaggata cccaccatcc ttttcctgag cacagcctgg atttttattt ctgccatgaa 480 
acccagctcc catgactctc ccagtcccta cactgactac cctgatctct cttgtctagt 540 
acgcacatat gcacacaggc agacatacct cccatcatga catggtcccc aggctggcct 600 
gaggatgtca cagcttgagg ctgtggtgtg aaaggtggcc agcctggttc tcttccctgc 660 
tcaggctgcc agagaggtgg taaatggcag aaaggacatt ccccctcccc tccccaggtg 720 
acctgctctc tttcctgggc cctgcccctc tccccacatg tatccctcgg tctgaattag 780 
acattcctgg gcacaggctc ttgggtgcat tgctcagagt cccaggtcct ggcctgaccc 840 
tcaggccctt cacgtgaggt ctgtgaggac caatttgtgg gtagttcatc ttccctcgat 900 
tggttaactc cttagtttca gaccacagac tcaagattgg ctcttcccag agggcagcag 960 
acagtcaccc caaggcaggt gtagggagcc cagggaggcc aatcagcccc ctgaagactc 1020 
tggtcccagt cagcctgtgg cttgtggcct gtgacctgtg accttctgcc agaattgtca 1080 
tgcctctgag gccccctctt accacacttt accagttaac cactgaagcc cccaattccc 1140 
acagcttttc cattaaaatg caaatggtgg tggttcaatc taatctgata ttgacatatt 1200 
agaaggcaat tagggtgttt ccttaaacaa ctcctttcca aggatcagcc ctgagagcag 1260 
gttggtgact ttgaggaggg cagtcctctg tccagattgg ggtgggagca agggacaggg 1320 
agcagggcag gggctgaaag gggcactgat tcagaccagg gaggcaacta cacaccaaca 1380 
tgctggcttt agaataaaag caccaactga aaaaa 1415 



<210> 2 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<220> 



<400> 2 


















Met 


Arg 


Gly 


Ala 


Thr Arg Val 


Ser He 


Met 


Leu 


Leu Leu 


Val Thr Val 


1 








5 




10 






15 


Ser 


Asp 


Cys 


Ala 


Val He Thr 


Gly Ala 


Cys 


Glu 


Arg Asp 


Val Gin Cys 








20 




25 








30 


Gly 


Ala 


Gly 


Thr 


Cys Cys Ala 


He Ser 


Leu 


Trp 


Leu Arg 


Gly Leu Arg 






35 






40 






45 




Met 


Cys 


Thr 


Pro 


Leu Gly Arg 


Glu Gly 


Glu 


Glu 


Cys His 


Pro Gly Ser 




50 






55 








60 




His 


Lys 


Val 


Pro 


Phe Phe Arg 


Lys Arg 


Lys 


His 


His Thr Cys Pro Cys 


65 








70 






75 




80 


Leu 


Pro 


Asn 


Leu 


Leu Cys Ser 


Arg Phe 


Pro Asp 


Gly Arg 


Tyr Arg Cys 










85 




90 






95 


Ser 


Met 


Asp 


Leu 


Lys Asn He 


Asn Phe 
















100 




105 











<210> 3 

<211> 374 

<212> DNA 

<213> Homo sapiens 



<220> 




<221> unsure 

<222> (0) . . . (0) 

<223> n = A, T, C or G 

<400> 3 

tggctcccca gcttgccagg cacaaggctg agctggagga agcgagangc atctaagcag 60 
gcagtgtttt gccttcaccc caagtgacca tgagaggtgc cacgcgagtc tcaatcatgc 120 
tcctcctagt aactgtgtct gactgtgctg tgatcacagg ggcctgtgag cgggatgtcc 180 
agtgtggggc aggcacctgc tgtgccatca gcctgtggct tcgagggctg cggatgtgca 240 
ccccgctggg gcgggaaggc gaggagtgcc accccggcag ccacaaggtc cccttcttca 300 
ggaaacgcaa gcaccacacc tgtcttgttg cccaacctgc tgtgctccag ttccggacgg 360 
cagtacgctg ctca 374 

<210> 4 
<211> 100 
<212> PRT 

<213> Homo sapiens 



Met Leu 


Leu 


Leu 


Leu 


Leu 


Leu Leu Pro 


Pro 


Leu 


Leu 


Leu 


Pro Arg 


Ala 


1 






5 






10 










15 




Gly Asp 


Ala 


Ala 


Val 


He 


Thr Gly Ala 


Cys 


Asp 


Lys 


Asp 


Ser 


Gin 


Cys 




20 






25 










30 






Gly Gly 


Gly Met 


Cys 


Cys 


Ala Val Ser 


He 


Trp 


Val 


Lys 


Ser 


He 


Arg 


35 








40 








45 








lie Cys 


Thr 


Pro 


Met 


Gly Lys Leu Gly 


Asp 


Ser Cys 


His 


Pro 


Leu 


Thr 


50 










55 






60 










Arg Lys 


Val 


Pro 


Phe 


Phe 


Gly Arg Arg 


Met 


His 


His 


Thr 


Cys 


Pro 


Cys 


65 








70 






75 










80 


Leu Pro 


Gly 


Leu 


Ala 


Cys 


Leu Arg Thr 


Ser 


Phe Asn Arg 


Phe 


He 


Cys 






85 






90 










95 




Leu Ala 


Gin 


Lys 


























•100 






















<210> 5 


























<211> 79 
























<212> PRT 
























<213> Snake 
























<400> 5 


























Ala Val 


He 


Thr 


Gly Ala 


Cys Glu Arg 


Asp 


Leu 


Gin 


Cys 


Gly 


Lys 


Gly 


1 






5 






10 










15 




Thr Cys 


Cys 


Ala 


Val 


Ser 


Leu Trp He 


Lys 


Ser 


Val 


Arg 


Val 


Cys 


Thr 


20 






25 










30 






Pro Val 


Gly Thr Ser Gly Glu Asp Cys 


His 


Pro 


Ala 


Ser 


His 


Lys 


He 




35 








40 








45 








Pro Phe 


Ser 


Gly Gin Arg 


Met His His 


Thr 


Cys 


Pro 


Cys 


Ala 


Pro 


Asn 


50 










55 






60 










Leu Ala 


Cys 


Val 


Gly 


Thr 


Pro Lys Lys 


Phe 


Lys 


Cys 


Leu 


Ser 


Lys 





65 70 75 



<210> 6 
<211> 83 
<212> PRT 

<213> Homo sapiens 



<400> 6 

Cys Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin 

5 10 15 

Arg Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu 

20 25 30 

Leu Cys His Asp Pro Ala Ser Arg Leu Leu Asp Leu lie Thr Trp Glu 

35 40 45 

Leu Glu Pro Asp Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu 

50 55 60 

Leu Cys Gin Pro His Ser His Ser Leu Val Tyr Val Cys Lys Pro Thr 

65 70 75 1 on 

Phe Val Gly ~ 0U 



<210> 7 
<211> 79 
<212> PRT 
<213> Xenopus 



<400> 7 






Cys 
1 


Leu 


Arg 


Ser Thr Asp Cys Ala 
5 


Phe 


Trp 


Ser 


Lys He Cys Lys Pro 








20 


Thr 


Lys 


His 


Arg Arg Lys Gly Ser 






35 


40 


Cys 


His 


Cys 


Gly Ala Gly Leu Ser 




50 




55 


Thr 


Thr 


Val 


Pro Lys Thr Ser Arg 


65 






70 



Pro Gly Leu Cys Cys Ala Arg His 

10 15 
Val Leu Asp Glu Gly Gin Val Cys 
25 30 
His Gly Leu Glu He Phe Gin Arg 
4 5 

Cys Arg Leu Gin Lys Gly Glu Phe 
60 

Leu His Thr Cys Gin Arg His 
75 



<210> 8 
<211> 79 
<212> PRT 
<213> Porcine 



<400> 8 












Cys Leu 
1 


Asn 


Ser 


Ala 
5 


Gin Cys 


Lys 


He Leu 


Ser 


Leu 


Ser 


Arg Cys 


Ala 






20 








Cys Ser 


Ala 


Phe 


Thr 


Leu Tyr 


Gly 




35 






40 


Arg Gly 


Leu 


Thr 


Cys Glu Gly 


Asp 


50 








55 


Asn Thr 


Asn 


Phe 


Gly 


He Cys 


His 


65 








70 





Ser Asn Cys Cys Gin His Asp Thr 

10 15 
Leu Lys Ala Arg Glu Asn Ser Glu 
25 30 
Val Tyr Tyr Lys Cys Pro Cys Glu 
45 

Lys Ser Leu Val Gly Ser He Thr 
60 

Asp Val Gly Arg Ser Ser Asp 
75 



<210> 9 
<211> 17 
<212> DNA 

<213> Artificial Sequence 





<220> 

<223> Artificial Sequence = synthetic oligonucleotide 



<400> 9 

ccggcagcca caaggtc 



17 



<210> 10 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence = synthetic oligonucleotide 
<400> 10 

tgggcaagca aggacagg 18 

<210> 11 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence = synthetic oligonucleotide 



<210> 12 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence = synthetic oligonucleotide 
<400> 12 

aatgacgagg gcctggagt 19 

<210> 13 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence = synthetic oligonucleotide 



<400> 11 

ccttcttcag gaaacgcaag caccac 



26 



<400> 13 

ttgatccgca taatctgcat g 



21 



<210> 14 
<211> 26 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Artificial Sequence = synthetic oligonucleotide 



<400> 14 

tgtgcccact gaggagtcca acatca 



26 



<210> 15 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence = synthetic oligonucleotide 
<400> 15 

aggccctacg tgcggcctca cacagcctgt tctga 

<210> 16 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence = synthetic oligonucleotide 
<400> 16 

aggccctaat tgcggcctca cacagcctgt tctga 

<210> 17 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence = synthetic oligonucleotide 
<400> 17 

gctaaggacg tgctattcat ggggtgcagg aagat 

<210> 18 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificial Sequence = synthetic oligonucleotide 



<400> 18 

gctaaggaat tgctattcat ggggtgcagg aagat 



35 



